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1 ARG iy MTHFR c.677C>T. MTHFR c1298A>C. MTRR c.66A>G

2 HTERR CYP2C9 c430C>T. CYP2C9 c1075A>C. CYP4F2 c1297G>A. VKORCI c.-1639G>A

3 S S CYP2C19 c.681G>A. CYP2CI19 c.636G>A. CYP2CI9 c.-806C>T

4 T2 APOE ¢.388T>C. APOE c.526C>T. SLCO1B1c.388A>G. SLCO1B1 c.521T>C

5 eyl et T ABCG2 c421C>A

6 BERR THER H ALDH2 c1510G>A

7 eEZY CYP2D6 c100C>T. CYP2C9 c1075A>C. ADRBI c1165G>C. AGTRI c1166A>C. ACE I/D. CYP3A5 A6986G.
NPPA T2238C

] 5 DTk ITGB3 c176T>C. LTC4S c-444A>C. PEAR1 c-9-3996G>A. PTGS1 c.-842A>G. GPIBA c482C>T

CYP2C19 c.681G>A. CYP2C19 c.636G>A. CYP2C19 c-806C>T

10 gﬁggg ABCB1¢.3435T>C. ABCBI c.2677T>G/A

1 CYP2D6 c1846G>A. CYP2D6 c100C>T. CYP2D6 c1758G>A. CYP2D6 c.2988G>A
CYP2C19°2 c.681G>A. CYP2C19*3 c.636G>A. CYP2C19*17 c.-806C>T. CYP2D6*4 c1846G>A.

1 MIELRZ CYP2D6*10 c100C>T, CYP2D6*14 c1758G>A. CYP2D6*41¢.2988 G>A. ABCBI1 c.2677T>G/A. ABCBI c.3435T>C.

HERE HTR2A g.64185T>C. HTR2A g42815G>C. HTRIA g.4555G>C. FKBP5 g93790A>G. FKBP5 g.31378T>C.
YE iR NCAM1 .284533T>C. BMP5 c.846C>T

13 REER FsEa R CYP2D6 c1846G>A. CYP2D6 c100C>T. CYP2D6 c1758G>A. CYP2D6 c.2988G>A

14 EESP R MC4R g.57882787C>A. CYPIA2 g.7A749576C>A

15 TOAEF/RERAEFE  HLA-B*1502

16 AER CYP2C9 c1075A>C. POLG c.3708G>T. POLG c.3428A>C

17 A Z A58 SCNI1A c.3199G>A

18 2N ABCB1¢3435T>C. COMT c472G>A. OPRMI c118A>G

19 =5 s CYP3A5 c.6986A>G

20 BRE RIER NUDT15 c415C>T. TPMT ¢.238G>C. TPMT c460G>A. TPMT c719A>G

Y23

21 SESg IS MTHFR ¢.677C>T. MTHFR c1298A>C. SLCI9AT c.80A>G. ABCBI c.3435T>C. ATIC c.675T>C

2 s sy Ic;;?rcfgi ﬁgfifﬁgﬁ?&;@%ﬂ\ \c.éggl;(é \C%zégi c1075A>C. PPARG c.34C>G. SLC30A8 c.826C>T.

23 BT RS HLA-B*27:05. HLA-B*38:02. HLA-DRB1*08:03

24 X BIIZfEz HLA-B*5801

25 BRFRIDEIF CYP2C19 c.681G>A. CYP2C19 c.636G>A. CYP2C19 c.-806C>T

IR N 165 rRNA. 23S rRNA 2142A5G. 23S rRNA 2143A>G. 23S rRNA 2182T>C. rdxA 148C>T. rdxA 184T>G.
26 G m;é’%?f rdxA 616G>A. gyrA 261C>G/A. gyrA 271G>A/T. gyrA 272A>G. PBPI1b 1667C>G. PBPIb 1684A>G. PBPIb 1777A>G.
== Oord 41A>G. Oord 122A>G. Oord 349C>A/G. Pord 353G>A. Pord 356A>G. Pord 357C>T

27 HERFE RIZ BRI CYP2C19 c.681G>A. CYP2CI19 c.636G>A. CYP2CI19 c-806C>T

28 HEES CYP2D6 c1846G>A. CYP2D6 c100C>T. CYP2D6 c1758G>A. CYP2D6 c.2988G>A

29 fe 28 [EaavE=Yz3 UGTIA1 c.211G>A. UGTIA] c.-54_-53insAT. UGTIAT c.862-9898G>A

30 SESgS MTHFR ¢.677C>T. MTHFR c1298A>C. ABCBI ¢.3435T>C

31 BRESHTIRGXE  ALDH2 c1510G>A

32 ZERMRNIG APOE ¢.388T>C. APOE c.526C>T

33 RENKE BEMBRIENKE  FVcl601G>A. Fll c97G>A. SERPINET c.-820-819insG. MTHFR c.677C>T. MTHFR c1298A>C. FXI c1481-188C>T

34 R e MTHFR c.677C>T

35 FEX/SRBIENK  ABCG2 c421C>A
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